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Supplementary Table S1: Primers for cloning and sequencing
Sequnce (5’-3’)
Primers for cloning UL23 gene

UL23_Forward_EcoRI CCGGAATTCGTCGACATGTCGGTAATCAAGGACTGTTTTCTC

UL23_Reverse_Xhol ATACTCGAGTCACGCGTCGTCAAAAAGTTGGTGGTC

UL23_Reverse_Flag_Xhol ATACTCGAGTCACTTATCGTCGTCATCCTTGTAATCCGCGTCGTCAAAAA-
GTTGGTGGTC

Primers for cloning UL85 gene

UL85_Forward_EcoRI CGGAATTCGCCACCATGGCGGCCATGGAG

UL85_Reverse_Xhol CCGCTCGAGTCAGCCTTTAAATATGCAGGTCG

UL85_Reverse_HA_Xhol CCGCTCGAGTCAAGCGTAATCTGGAACATCGTATGGGTAGCCTTTAAATATG-
CAGG

UL85_N_Reverse_Xhol CCGCTCGAGCAGCACGCATAGCGCGTC

UL85_M_Forward_EcoRI CGGAATTCATGAAGGGCGACGCGCTATGC

UL85_M_Reverse_Xhol CCGCTCGAGGAGGCAGGCGGTCTTCATGT

UL85_C_Forward_EcoRI CGGAATTCATGGACATGAAGACCGCCTGCCTC

Primers for cloning UL46 gene

UL46_Forward_EcoRI CGGGGTACCTCTACCGTGCGCCTCGCC

UL46_Reverse_Myc_Xhol CGCGGATCCCAGGTCTTCTTCAGAGATCAGTTTCTGTTCGACGAAT-
TCTCGAAAGTCTCCCA

Restriction enzyme sites used for cloning are marked as Italic, Expression tag or ATG” initiation codon are marked as underline.
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Supplementary Figure S1: Construction of HCMV genomic library.
A) Flowchart of the construction of HCMYV genomic library; B) PCR analysis the inserts sizes of HCMV library. DNA marker (M), PCR
amplification of inserted fragments from 10 random recombinant plasmids (1-10)
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