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Supplementary Fig. S1. Workflow of bioinformatics analysis to research psoriasis pathogenesis.
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Supplementary Fig. S2. (A) Venn diagram comparison of the up regulated DEmiRNAs predicted target mRNAs and the down
regulated DEmRNAs. (B) Venn diagram comparison of down regulated DEmiRNAs predicted target mRNAs and the up regulated
DEmRNAS. (C) The network of up-regulated DEmiRNAs predict target mRNA and the down-regulated DEmRNAs. Green nodes
represent up-regulated DEmiRNAs and purple circles represent mRNA. (D) The network of down-regulated DEmiRNAs predict
target mRNA and the up-regulated DEmRNASs. Blue diamonds represent down-regulated DEmiRNAs and red circles represents
mRNA.
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Supplementary Fig. S3. The IncRNA-miRNA regulatory network. (A) The network of up-regulated DEmiRNAs and predicted
target IncRNAs. Yellow nodes represent IncRNA, while green nodes represent miRNA. (B) The network of down-regulated
DEmiRNAs and the predicted target IncRNAs. Blue nodes represent IncRNA, while red nodes represent miRNAs. Interactions
between DEmiRNA and IncRNA were expressed as the grey lines.
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Supplementary Table SI. The reaction system and

process of cDNA synthase.

Components Volume (pL)
Total RNA <9

gDNA eraser 1

RNase free H,0 Upto 10

42 °C for 5 min

2x SPARKSscript II RT plus master mix 10

50 °C for 15 min and 85 °C for 5 min




